Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.095; data-to-parameter ratio = 18.6.
In the crystal structure of the title solvated molecular salt, C 3 H 12 N 2 2+ ÁC 7 H 3 NO 4 2À ÁC 2 H 6 OS, two amine groups of propane-1,3-diamine (pda) are protonated and two carboxylic acid groups of pyridine-2,5-dicarboxylic acid (2,5-pydcH 2 ) are deprotonated. The crystal packing features N-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁO intermolecular interactions.
Related literature
Pyridine-2,5-dicarboxylic acid (2,5-pydcH 2 ) can coordinate to metal centers (Pasdar et al., 2011) or form hydrogen-bonded networks (Zeng et al., 2005) . For work by our group on the synthesis of proton-transfer compounds containing different proton donor and acceptor groups, see: Eshtiagh-Hosseini et al. (2010a,b) ; Aghabozorg et al. (2008 Aghabozorg et al. ( , 2011 .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: X-AREA (Stoe & Cie, 2005 ); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999 (Pasdar et al., 2011) or form hydrogen-bonded networks (Zeng et al., 2005) . Our research group has been focused on synthesis of proton transfer compounds containing different proton donor and acceptor groups (Eshtiagh-Hosseini et al., 2010a; Eshtiagh-Hosseini et al., 2010b; Aghabozorg et al., 2008 Aghabozorg et al., , 2011 .
We report here the synthesis and crystal structure of the title proton transfer compound, [pdaH2]
The asymmetric unit contains deprotonated pyridine-2,5-dicarboxylic acid, diprotonated propane-1,3-diamine, and one DMSO solvent molecule ( Table 1 ).
Propane-1,3-diamine (0.07 g, 0.29 ml, 1 mmol) was added to a DMSO/H 2 O solution of pyridine-2,5-dicarboxylic acid (0.17 g, 1 mmol) (13 ml) at room temperature. The suitable crystals for X-ray diffraction experiment were isolated by slow evaporation of the solvent after two months.
Refinement
Nitrogen-bound H atoms were found in difference Fourier map and refined isotropically without restraint. Carbon-bound H atoms were positioned geometrically and refined as riding atoms with C-H distances of 0.93 Å (aromatic) and 0.97 Å (CH 2 ) and were refined with Uiso(H) = 1.2 Ueq(C). Figures   Fig. 1 . The molecular structure of title compound with displacement ellipsoids drawn at 50% probability level.
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